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Abstract

The standard yield trial of baby corn single cross hybrids were carried out in order to
evaluate elite baby corn hybrids for yield and quality of baby corn product. Ten selected elite

baby corn hybrids were tested with 2 commercial hybrid baby corn varieties in 3 replication of
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randomized complete block design (RCB) in rainy season of 2016 and 2017 at Chainat Field Crops
Research Center, Songkhla Field Crops Research Center and Kanchanaburi Agricultural Research and
Development Center. The result could select 4 elite baby corn hybrids including HY073556
HY074656 HY074659 and HY074671 that showed high yield and quality was not different from 2
commercial hybrid baby corn varieties. The selected elite baby corn hybrid will be tested in

further regional yield trial.
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UARU InedlAefewinnu 2,534 2,045 way 1,781 Alansusials suaeu (Table 2) wagnuin N98um
Ilnningeugnuaumeiu HY074671 Tinandngenintilnailngeunugnsivaey PAC271 egreldud gy
MEdA wasninyauys Iilweingeugnuaudieiy HY073566 Minandngendindmilneingeuiugnsiaaey

Y

CPB905 way PAC271 a8naiitednAtuneans

<

ANUFURUSYDIAN N INABNLAAILUAIN GGE biplot-evironment (Figure 1) @1115005U18AY
wsumuldSesas 90.3 (PC1 + PC2) anmwindeuia 3 animwindewiiu dauuansafilunisvls
Tnlneilnseulvinandnunnieiu anmwndendeumibuanuiinaaeuiidalenaliusilneiinsoud
Qnvadey  uansfnenIwyesiug (discriminating) Isegnadiud 1desan nnmesanimuinden dudu
Alszannesddenuuinesgiu  (standard  deviation)  wesusiazanmwIndouiinImeININNT
anmuIndendu o dsdliiedvesrandnnnnitdiedsreinismaans (Table 2) uazviyuuauAUEULAY
ANLRAETDIENNIIAGDL (AEA, average-environment axis) Fadn T YIAN IR DL Iy Sy

nsAndeniugdANaunsalunsUsudlanie MseamnsaliUgnlamly anmuindeuniyauysuag

9

o a v

awallanuduiusiudesunn  Fauvesdunnmessenitanmiinaeunyaiinaziauduiusive

¥
= 1

SuUseansandusiug  (correlation  coefficient) (Kroonenberg, 1995) Tufe quuﬂufﬂﬁmmUizﬁaﬁﬂ
anTmanden  uansds  anmwindenaesiudiaudiiusfiludnn  wararlidoyanistugnssuiid
ANAEEAdei assiutiudugunsuansnnuduiusludaunielssiuanuduiiusies vie
anuandeuiadesarlifoyaniefugnssuiuandiedu (Akter et al, 2015; Yan and Tinker, 2006; Yan,

2001)

' o
saa o

nsUsuluiugduiusiuiugluaaund (ideal genotype) (Figure 2) Wuglugauafiluiugniivg
ALRRgaNYMEN1IINISINYATTIaUlags @8vswananyl 1, PC1 11n) uwaziliaesnin (stable) voeiugnssulu
Nsuannurty 9 g9 @8vEwanany 2, PC2 Wee) (Yan and Rajcan, 2002; Yan and Kang, 2003) &4

o &

fiuslugaunRazeguuduunuAiadsvesanmwinden wazorevylifiiugiiulugauadegass usanansald
Huitugnasudradesdmiunsussduiugld (Vitovie, 2012) fedu stusfidiaauadsmslndifssiuiugly
9AuARLNNTIAN (Kaya et al., 2006) wuin F1alweilnseugnuanfieu HYO74671 wag HY073566 ugnuay
filvinandnadeginindiadevesnsnaass  Ingliinandmadewiiiu 2585 way 2579 Alansudels
pudU (Table 2) wfiiafiosnmussiugifos Tuvazidnlnmilndeugnuaniiu HY074659 Tvinanas
e 2,176 Alansusels watliafesnmlunisivinanings Wure Tnandaliuanseiily 3 anmuande
LLam’J’n‘IwmﬁﬂéauqﬂmamﬁL“ﬂuﬁuﬁ:miﬁw CPB902 way PAC271 Tsinaw@nviniu 2,294 way 2,339 nlansy

fols mua1du waliadesnmeesiugiion



N15RATUANUMANZEUVRINUTADAN N INGDUINNTIM Which-Won-Where biplot (Figure 3)
Yan Wag Kang (2003) lsugthinduusslenilumsdmunvidedmdeniuglimnzanivanimundouis
ARt fduiusseniaiugnssunazaninundeulsd LagaNIOTANGNANNFUR UG VRS
annwInaeulnnle (Gauch and Zobel, 1977) am‘wmé’amﬁv‘hm3wmaauﬁuqﬂisu%ﬁﬂwm’ﬂﬂéau@uﬂwau
gnutseenilu 4 @ udanmwandondsnanavey 2 drufurnveunudvEnandnil 1 anmwndey
Foumiazaavardneglungunednu tnlnaindeugnuaumau HY074671 danumansaudanishinanin
HrviaBoniidoumuarama  luvngiidnineilndeugnuauiou  HY073566  Sanusangausiontsli
NANANDEN 1 TINMAYIULS 1Hoean Siumisesanmnndenstinsduivaninuindoudu 9 uazed
shilnaainaafidemn wasdnlnaiingeugnuaufieiu HY073566 Hiumisesiuuan (vertex) Tudaudl 3
szgrineaIngainlaun uasiduniseglndanimwindeuveuunu (Yan and Tinker, 2006) d@udnilnailn

dougNNANAWY  HY074659 waz HY074656 Jugnuauiilinandnligeunninuaiiatiesnmueaiugig

\Wewann dsuviseglnaganiiila (Yan and Tinker, 2006)

wanAniinUaniuden d1lweilngougnuaufisulinandndaus 265-514 Alantustels Tnedidade
fia 3 anufl egsewing 312434 Alanudels luvasiidrilwmiingougnuauiiuiugoafdaduiug
nsradeulinananious 373600 Alantusels lnefiduadens 3 anuil egsewin 445467 Alantustols
auinaseuiugitoumilaiedevomanangiiian sesasnloun maauy uay awan awadu Tnedl
Aadewintu 436 349 uay 345 Alan3usiels mud iU (Table 2) uazwuin lifidlneingougnuanfisiu

o w a

1o Tuvia 3 @i AlvikandnunniiugilSeuiieuns 2 wiug egnddeddyneain

AT YRIAN MKINToMLEAILUAIN GGE biplot-evironment (Figure 4) @1313083U8AY
wsUsnldfesas 935 (PC1 + PC2) anmwandeua 3 anmindontu fenuuansnstulunteyil
drlweilnsoulinandaunnsety anmnedendoumibuanuimaaouiidnlenaliiuginlnmilngeud
gnvdeULAnInEn MBS (discriminating) Ifegafiui 1iesa1n nnwesanmuIndeuiiniueniun
Feilinadsvomanannnnitdiadsvesnsnaass (377 Alanfusiels) JsliAnadvnandnluaninuindond
Foumwindu 436 Alanfusiols (Table 2) anmwedesmyauyiuazawaniamiuduiusroiugnssui
TnanariinUenidenadeiu 1esn yuvesdunnnessewinanmwindouiigaiidaisuaudaiu
warfu  uansie  anmiadeudestulieudiiusiuludoin  uazarlideyameiugnssudifiaay
pdeedsiu uluanmuedeuiiniyauyity Delendlsiiusinineiindoufignuasounansdnenmyes

Wug (discriminating) ag Li8I31N LINMBTANINLIAGOULAMULIFUNTIANINLIAGONBY 9 1IN



o

nsUszlluiusnduiusiviugluanunad (ideal genotype) (Figure 5) Wu31 41ilnaRngaugnHas

9 q

uiugnisdn CPBo0s WJuiugieglugaiudlugaued fe Tinandngann fedinesiiafosninvesiug
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Ueeinny s09aasn Ao PAC271 lvinandslndifisdiafevesnismaaes uaziliafesninvesiuggs Tuvee
Talnengeugnuaufivuy HY074656 wag HY074671 Tinandnsesasnandilneiingeugnuauiduiug

nsfgneiu winfieafosnnvesiugas Inalvinandnwdewiniu 434 Alansusiels (Table 2)

NSNANTUIANUMNIZANVDINUTHOAN N INABNIINNTIN Which-Won-Where biplot (Figure 6)
anmandeniivinnsnageuiiusnssudnineiindeugnusugnuieeniu 5 @ udanmedensding
ey 2 dwsurnveInuBYENaVdnd 1 anwwadenasvatuaznaauyiineglunguieadiu il
dnlwatindeugnuanisiulag AvmnzausvanmundouisaesilumslinandntinUeniuden  usidvilng
Hngougnuauiug PAC271 flanumanzaufuanminsdeniinaauyiuazaman Tuvasiidnlnaineou

ANKANALAY HYO74656 wayr HYO74671 HANUMNNLEUAUANINLIAADUTIUNY WAT1IINARNSDUANKE

Y Y

o s

g CPB905 dauivsneauiuanInuIndeudeuInanige
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nananEnAlaunsgIn Iilweindeugnuandivulinandnnus 251-456 Alansusiols lnedl

ARALTe 3 @n1uil egszming 285-415 Alansusels Tuvaendminailndeugnuanluiugnisidalu

Y

(% (%
Y 1

wugasvaeulvinandnacus 313-492 Alansusels lnediAafena 3 anui egsening 418-428 Alaniusiels
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A0 MUNVAARUNUENTEUMIALRREVRINANANZINER TosRunlaln aeal wae NYauYs audwu lned
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ARy 358 337 uaz 290 Alandusiels mud1iu (Table 2) uwagnudt lidtilnaindeugnuaymisiu

o w a

1o Tuvia 3 @i AlvikandnunniiugilSeuiieuns 2 wiug egnideddyneaia

ANMNFUNUSVOIAN NLINABULEASIUNTN GGE biplot-evironment (Figure 7) @1u15085U18AM
wlsusaulasesay 95.4 (PCl + PC2) @A nInasuyld 3 @nnuinasuty danuwanstanulunisyinld
dalwailnssulinandaunnneiu annwindenteumduaauineaeuidalonialiiugdnlneiindoudn
gAvVInEey wandnen nesiiug (discriminating) leeghafindl 1o nnwesanmwndeudniue

| v 44' a a a Vo a a Y | =& A
INNIEANNLINRDUIY 9] LazllARfgveINaNaALINAIIALaAEYINITAaeY (348 Alansumals) @9l
AnRRgHARARluanLIndeNtwm Wiy 358 Alansusials (Table 2) uasvyuuAviudULNUALRERY
VOIENNWINGDN  (AEA, average-environment axis) FIENWULUDIANINULIARDUSUTMUZEINTUNT
o A v cala v oY v = v P P P
AndeniugndANNaansalunsusudlanie  viseanunsaldlanlamil  anmuindeumeyauysilu

PN A a Yo &Y ' ~ ) ) P A ¢
anuimaaeuUalenmaliiustilnninseungnnaseusansdneninvesiuglades 1N Lnwes
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fols (Table 2) lwvasiianmwindenawanluanuimeasuindalonaliiugdnlnaiingeungnnageu

wansnenmvesiuglioguiui

s o s

nsUsgliuwiusnduiusiviuglugauad (ideal senotype) (Figure 8) Wu31 U1lwaEngougnias
Mluiugnisdn CPBo0s WJuiugiieglugaiudluaaund fe Tinandagunn wasliafosnimvesiugh
89891 B PAC271 uazdnilnaindsugnuaudiay HY074671 lvkandnuinninAnadevenisnaaes lag

Tynandnaswindu 418 waz 415 Alansusals aualsu (Table 2)

NSNANTUIANUMNIZANVDINUTHOAN N INABNIINNTIN Which-Won-Where biplot (Figure 9)
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[N ;Y

ragdIuiuvIIVRILNUBNSHAENTT 1 Vv TuvaieRidnlneindsugnuandiiy  HY074656 1AW

wingauivan nwndeuinyauys  luvagndilneineeugnuaudviy  HY074671  Hauvanzauiu

ANNINAABN ToUMLATEITan

msveaedlul 2560 aziiuldiidlneiingeugnuanfvuiianuiiaula  dmsudndenidd
nagouiuglutunaunaly loun HYO74656 uay HYO74671 lesannbinandslndlfeaiudnlneiindeu

anuaniluiugnisd waglinandnliiuasuwdaunnidloUgnluaninwindeuiiuanseiu
9. agUnan1MaaRuazdalaUBIUE
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Table 1

Means from combined analysis of variance over 3 replications for yield and some important agronomics triats of elite baby corn hybrids and

commercial varieties grown at Chainat Field Crops Research Center (CNT) and Kanchanaburi Agricultural Research and Development Center

(KRI) in rainy season, 2016

Genotype (G)

Days to harvest (day)

Time for harvest (day)

Number of ear per plant (ear)

CNT KRI G-mean L-Diff. CNT KRI G-mean L-Diff. CNT KRI G-mean L-Diff.

HY071129 49 d 49 d 49.0 f (Ol 10 ab 10 ab 10.0 a-d o™ 22b 26a 2.4 a-d -0.4*
HY071135 50 c 50 b 50.0 de (Ol 10 ab 10 ab 10.0 a-d o™ 23b 2.4 abc 23 b-e -0.1™
HY073556 50 c 51b 50.5 cd -1* 10 ab 10 ab 10.0 a-d o™ 27a 26a 26a 0.1™
HY073566 51b 52 a 51.5ab -1* 10 ab 9c 9.5 bcd 1* 2.4 ab 26a 2.5 abc -0.2™
HY074656 50 c 51b 50.5 cd -1* 9c 10 ab 9.5 bcd -1% 21b 2.5ab 2.3 b-e -0.4*
HY074659 51b 52 a 51.5ab -1% 10 ab 10 ab 10.0 a-d o™ 22b 20c 21e 0.1™
HYO74671 50 c 52a 51.0 bc 2% 11a 9c 10.0 a-d 2%% 21b 20c 21e 0.1™
HY076656 52a 52a 520 a o™ 9c 9c 9.0d o™ 23b 2.5ab 2.4 a-d -0.2™
HY077103 50 c 52a 51.0 bc 2% 11a 10 ab 10.5 abc 1* 22b 2.2 bc 2.2 cde 0.1™
HYO077136 51b 52a 51.5 ab -1% 10 ab 9c 9.5 bcd 1* 22b 21c 21e 0.1™
CPB905 a9 d 50 c 49.5 ef -1% 11a 11a 11.0 a o™ 21b 26a 2.4 a-d -0.6%*
PAC271 50 c 52a 51.0 bc 2% 10 ab 11a 10.5 abc -1% 27a 26a 26a 0.1™

L-mean 50 51 - - 10 10 - - 23 2.4 - -

Location (L) e * *

Genotype (G) ** ** **

LxG ns ns ns

CV.(%) 1.3 9.1 9.8

- In a column, means followed by a common letter are not significantly different at p<0.05 probability level by DMRT
- * and ** are significant at 5% and 1% level, respectively

- ns is not significant



Table 1 (cont.) Means from combined analysis of variance over 3 replications for yield and some important agronomics triats of elite baby corn hybrids

and commercial varieties grown at Chainat Field Crops Research Center (CNT) and Kanchanaburi Agricultural Research and Development

Center (KRI) in rainy season, 2016

Genotype Yield with husk (kg.rai™!) Yield without husk (kg.rai!) Standard ear weight (kg.rai’!) Standard ear ratio
(@) CNT KRI G-mean CNT KRI G-mean  L-Diff. CNT KRI G-mean CNT KRI G-mean L-Diff.

HY071129 1,958 b  2,075bcd 2,017 e 377d 323 cd 423 547 307 e 323 bcd 315 6.4 a 6.4 bc 6.4 0.0
HY071135 2,145ab 2,216 bcd 2,180 b-e 486 ¢ 322 cd 434 164** 430 cd 322b-e 376 50c 69b 5.9 -1.9%*
HY073556 2,425 ab 2,369 bc 2,397 bcd 524 abc 335 cd 514 189** 507 abc 335 bc 421 48 c 7.1ab 5.9 -2.3%%
HY073566 2,118 ab 2,037 bcd 2,077 de 500 bc 280 cd 464 220** 430 cd 280 cde 355 49 c 73 ab 6.1 -2.4%%
HY074656 2,291 ab 2,509 b 2,400 bcd 517 abc 434 b 576 83™ 449 bcd 434 b 441 51c 58 cd 54 -0.7m
HY074659 2,579 a 2,486 b 2,532 ab 60lab  34lc 561 261** 518 ab 341 bc 429 50c 7.3 ab 6.1 -2.3%*
HYO74671 2,189 ab 2,122 bcd 2,155 cde 488 ¢ 305 cd 475 183** 430 cd 305 cde 368 5.1 bc 70b 6.0 -1.9%*
HY076656 2548ab 1,979 cd 2,264 b-e 493 bc  247d 438 246** a11d 247 e 329 62ab 80a 7.1 -1.8%*
HY077103 2,164 ab 1,877d 2,020 e 436 cd 251 cd 410 184** 392d 251 de 321 55abc 75ab 6.5 -1.9%*
HY077136 2319 ab 2,061 bcd 2,190 b-e 534 abc 287 cd 487 247** 449 bcd 287 cde 368 5.2 bc 7.2 ab 6.2 -2.0%*
CPB905 2,553 ab 2,952 a 2,753 a 620 a 544 a 707 6™ 551 a 544 a 547 4.6 c 54d 5.0 -0.8™
PAC271 2534 ab 2,459 bc 2,497 abc 547 abc 338 abc 529 210** 500 abc 338 bc 419 51c 7.3 ab 6.2 -2.2%%

L-mean 2,318 2,262 - 510 334 - - 448 334 - 5.2 6.9 - -

Location ns *x ns xx

Genotype *x *x *x *x

LG ns *x *x *x
CV.(%) 12.2 12.8 11.6 9.8

- In a column, means followed by a common letter are not significantly different at p<0.05 probability level by DMRT

- * and ** are significant at 5% and 1% level, respectively

- ns is not significant



Table 2 Important agronomic traits of elite baby corn hybrids and checkers, CPB905 and PAC271 was evaluated in 3 locations; Chai Nat (CNT), Kanchanaburi (KRI)
and Songkhla (SKA) in rainy season of 2017.

Yield with husk (kg.rai™) Yield without husk (kg.rai™) Standard ear weight (kg.rai")
Genotype
CNT KRI SKA G-Mean CNT KRI SKA G-Mean CNT KRI SKA G-Mean
HY071129 2,160 2,076 1,602 1,946 376 334 320 343 322 330 291 316
HY071135 2,247 1,656 1,431 1,778 449 290 361 367 331 251 361 327
HY073556 1,847 1,811 1,605 1,754 332 333 337 334 317 281 320 323
HY073566 2,934 3,000 1,803 2,579 352 383 312 349 300 286 311 331
HY074656 2,627 1,916 1,799 2,114 509 408 384 434 387 333 360 385
HY074659 2,730 2,041 1,758 2,176 420 339 305 355 343 276 296 326
HY074671 3412 2,156 2,188 2,585 514 375 414 434 456 294 415 415
HY076656 2,615 2,341 1,611 2,189 433 356 281 357 333 288 281 323
HY077103 1,993 2,081 1,548 1,874 336 321 279 312 292 253 269 294
HY077136 2,269 1,799 1,359 1,809 405 294 265 321 296 255 265 285
CPB905 3,013 1,660 2,208 2,294 604 373 424 467 492 315 420 428
PAC271 2,556 2,005 2,456 2,339 499 380 457 445 423 313 452 418
L-Mean 2,534 2,045 1,781 2,120 436 349 345 377 358 290 337 348
CV. (%) 16.8 14.9 14.3 - 17.4 10.3 14.9 - 18.4 10.5 16.1 -

- single underline showed significantly different over checker, PAC271 at LSD .05 level
- double underline showed significantly different over checkers, CPB905 and PAC271 at LSD .05 level
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Figure 1 The GGE biplot-environment view show the discriminating ability and

representativeness the test environments for yield with husk

GGE Biplot-Genotype View for GW_Mean
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Figure 2 The GGE biplot-genotype view show the mean performance and stability of
the 12 genotypes for yield with husk and compare the genotypes with

respect to the ideal genotype



What-won-where Biplot for GW_Mean
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Figure 3 The which-won-where view of the GGE biplot show which genotypes

performed bets in which environments for yield with husk

GGE Biplot-Environment View for YW_Mean
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Figure 4 The GGE biplot-environment view show the discriminating ability and

representativeness the test environments for yield without husk



GGE Biplot-Genotype View for YW_Mean
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Figure 5 The GGE biplot-genotype view show the mean performance and stability of
the 12 genotypes for yield without husk and compare the genotypes with
respect to the ideal genotype

What-won-where Biplot for YW_Mean
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Figure 6 The which-won-where view of the GGE biplot show which genotypes

performed bets in which environments for yield without husk



GGE Biplot-Environment View for SW_Mean
PC1=88.2%; PC2=7.2%
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Figure 7 The GGE biplot-environment view show the discriminating ability and

representativeness the test environments for standard ear weight
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Figure 8 The GGE biplot-genotype view show the mean performance and stability of
the 12 genotypes for standard ear weight and compare the genotypes with

respect to the ideal genotype
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Figure 6 The which-won-where view of the GGE biplot show which genotypes

performed bets in which environments for standard ear weight



