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Table 1 Locations and number of soil samples taken from potato fields



Locations No. of Samples No. of RKN-positive

Province District samples

Chiang Rai Wiang Pa Pac 11 0
Mae Suai 1 0

Phan 3 2

Thoeng 8 2

Chiang Mai Mueang 1 1
Fang 23 12

Chai Prakan 8 6

San Sai 17 12

Mae Rim 4 0

Hang Dong 1 2

Lamphun Thung Hua Chang 11 3
Li 7 0

Phayao Chiang Muan 2 0
Chiang Kham 7 2

Tak Mae Sot 3 0
Mae Ramat 2 1

Phop Phra 25 19

Nan Pua 1 0
Total 135 62
(\“O\

700 bp

Fig. 1 PCR products amplified by 194/195 primers, all samples yielded approximately
720 bp.



Root-knot nematodes molecular diagnostic key (Adam et al., 2007)

1. Amplify the amplifly the IGS between 5S and 18S ribosomal genes using 194/195 primers

a)  720-bp product Tropical Spedies......c.occveveereeveeesrreceneeeee. 80 10 (2)
b)  780-bp product M. mayaguensis (now M. enterolobi)
©  700-bp product M. hapla e e e et et et et et e go to (3)
d) 1,700- to 1,800-bp products M. fallax and M. chitwoodi.......................... goto (3)
e)  Other size, clone and sequence
2. Tropical RKN specific SCAR primers
2.1 Fjav and Rjav primers
a)  720-bp product M. javanica
b)  No product go to (2.2)
2.2 MI-F and MI-R primers
a)  999-bp product M. incoenita
b)  No product go to (2.3)
2.3 Far and Rar primers
a)  420-bp product M. arenaria
3. JMV primers
a)  500-bp product M. chitwood)i
b)  670-bp product M. fallax
c)  440-bp product M. hapla




Primer sequences, specificity and sources (Adam et al., 2007)

Code Primer sequence 5°-3’ Specificity and source
194 TTAACTTGCCAGATCGGACG 55-18S ribosome region

195 TCTAATGAGCCGTACGC Blok et al. (1997)

Inc-K14-F GGGATGTGTAAATGCTCCTG M. incognita-specific SCAR
Inc-K14-R CCCGCTACACCCTCAACTTC Randig et al. (2002)

Fjav GGTGCGCGATTGAACTGAGC M. javanica-specific SCAR
Rjav CAGGCCCTTCAGTGGAACTATAC Zijlstra et al. (2000)

Far TCGGCGATAGAGGTAAATGAC M. arenaria-specific SCAR
Rar TCGGCGATAGACACTACAAACT Zijlstra et al. (2000)

JMV1 GGATGGCGTGCTTTCAAC M. hapla-, M. chitwoodf and
JMv2 TTTCCCCTTATGATGTTTACCC M. fallax-specific 1GS-SCAR
JMV hapla AAAAATCCCCTCGAAAAATCCACC Wishart et al. (2002)

PCR amplification profiles for different primers (Adam et al., 2007)

45 cycles

94°C

2 mins

94°C

30 secs

50°C (194/195)

61°C (Far/Rar)

64°C (Fjav/Rjav)

64°C (Inc-K14-F/Inc-K14-R)
50°C (JMV primers)

30 secs

72°C
90 secs (194/195) 72°C
90 secs (JMV primers) 7 mins a°C

1 min for remaining primers oo




